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FIGURE 2 
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FIGURE 4 
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FIGURE 5 

huFcJRIa chain^C'-E, F-G loop Ala mutant oligo nucleotides 
F-G loop 

5 

el54 (Lys) ® Ala EFG-Ol + EFG-02 

EFG-01: 5' CTGTACGGGCGCAGTGTGGCAGC 3' 

EFG-02: 5* GCTGCCACACTGCGCCCGTACAG 3' 

10 el55 (Val) ® Ala EFG-03 + EFG-04 

EFG-03: 5' GTACCGGCAAAGCATGGCAGCTGG 3' . 
EFG-04: 5' CCAGCTGCCATGCTTTGCCCGtAC 3' 

el56 (Tt>) ® Ala EFG-05 + EFG-06 

15 EFG-05: 5' GGGCAAAGTGGCACAGCTGGAC 3' 
EFG-06: 5' GTCCAGCTGTGCCACTTTGCCC 3* 

el57 (Gin) ® Ala EFG-07 + EFG-08 

EFG-07: 5' GCAAAGTGTGGGCACTGGACTATG 3' 
20 EFG-08: 5' CATAGTCCAGTGCCCACACTTTGC 3' 

el58(Leu)®Ala EFG-09 + EFG-10 

EFG-09: 5' GTGTGGCAGGCAGACTATGAGTC 3' 
EGG-10: 5' GACTCATAGTCTGCCTGCCACAC 3* 

25 

el59 (Asp) ® Ala EFG-ll+EFG-12 
EFG-11: 5* GTGGCAGCTGGCATATGAGTCTG 3' 
EFG-12: , 5' CAGACTCATATGCCAGCTGCCAC 3' 

30 el60 (Tyr) ® Ala EFG-13+EFG-14 

EFG-13: 5' GCAGCTGGACGCAGAGTCTGAGC 3' 
EFG-14: 5' GCTCAGACTCTGCGTCCAGCTGC 3' 
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Figure 5 cont. 

el6l (Glu) ®AJa EFG-07+EFG-08 
EFG-15: 5' GCTGGACTATGCATCTGAGCCCC 3' 
EFG-16: 5' GGGGCTCAGATGCATAGTCCAGC 3' 

5 C-E loop 

el29 (Tyr) ® AJa EBS-Ol+EBS-02 
EBS-01: 5* GCTCTCAAGGCATGGTATGAGAAC 3' 
EBS-02: 5' GrrCTCATACCATGCCTTGAGAGC 3' 

10 

el30(Trp) ®AJa EBS-03+EBS-04 
EBS-03: 5* CTCAAGTACGCATATGAGAACCAC,3' 
EBS-04: 5' GTGGTTCTCATATGCGTACTTGAG 3' 

15 el31 (Tyr)®Ala EBS-Ol+EBS-02 

EBS-05: •5'CAAGTACTGGGCAGAGAACCAC3' 
EBS-06: 5' GTGGTTCTCTGCCCAGTACTTG 3' 

el32(Glu) ® Ala EBS-07+EBS-08 
20 EBS-07: 5' GTACTGGTATGCAAACCACAACATC 3' 
EBS-08: 5* GATGTTGTGGTTTGCATACCAGTAC 3' 

el33 (Asn) ® Ala EBS-09+EBS-10 
EBS-09: 5- CTGGTATGAGGCACACAACATCrCC 3' 
25 EBS-10: 5' GGAGATGTTGTGTGCCTCATACCAG 3' 

el34 (His) ® Ala EBS-11 +EBS-12 

EBS-1 1 : 5' GGTATGAGAACGCAAACATCTCCATTAC 3' 

EBS-12: 5' GTAATGGAGATGrTTGCGTrCTCATACC 3* 

30 ■ 
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FIGURE 6 
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Effect of „,u,ation of the IgE receptor (Fcdil) on the binding of igE 
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FIGURE 8 



Bi ndi ng Assay 
1251 FclgE wjth FceRI mutants 
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FIGURE 9 
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FIGURE 10 
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FIGURE 10 CONT'D.. 
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FIGURE 11 
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FIGURE 12 
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1/1 31/11 

GAT GCA CAC AAG ACT GAG GTT GCT CAT CGG TTT AAA GAT TTG GGA GAA GAA AAT TTC AAA 
asp^ala his lys ser glu val ala his arg Pje^J-VS asp leu gly glu glu asn phe lys 

GCC TTG GTG TTG ATT GCC TTT GCT CAG TAT CTT CAG CAG TGT CCA TTT GAA GAT CAT GTA 

^iwi?"" ""^^ ^^"^ ^^"^ ^^"^ ^^"^ ^^"^ ^^"^ P" glu asp his val 

^^^f^i 151/51 

AAA TTA GTG AAT GAA GTA ACT GAA TTT GCA AAA ACA TGT GTT GCT GAT GAG TCA GCT GAA 

1^1 ""^^ ^^"^ ^^"^ ""^^ ^^"^ ^^"^ ^^P glu ser ala glu 

181/61 211/71 ^ 

AAT TGT GAC AAA TCA CTT CAT ACC CTT TTT GGA GAC AAA TTA TGC ACA GTT GCA ACT CTT 

^^"^ ^^"^ ^^"^ ^^P cys thr val ala thr leu 

241/81 271/91 

CGT GAA ACC TAT GGT GAA ATG GCT GAC TGC TGT GCA" AAA CAA GAA CCT GAG AGA AAT GAA 

to?/?i'f ^^"^ ^^"^ ""^^ ""^^ ""^^ glu pro glu arg asn glu 

301/101 331/111 y u 

TGC TTC TTG CAA CAC AAA GAT GAC AAC CCA AAC CTC CCC CGA TTG GTG AGA CCA GAG GTT 
cys phe leu gin his lys asp asp asn pro asn leu pro arg leu val arg pro qlu val 
361/121 391/131 ' 

GAT GTG ATG TGC ACT GCT TTT CAT GAC AAT GAA GAG ACA TTT TTG AAA AAA TAC TTA TAT 
asp val met cys thr ala phe his asp asn glu glu thr phe leu lys Ivs tvr leu rvr 
421/141 451/151 

GAA ATT GCC AGA AGA CAT CCT TAC TTT TAT GCC CCG GAA CTC CTT TTC TTT GCT AAA AGG 
glu ile ala arg arg his pro tyr phe tyr ala pro glu leu leu phe phe ala lys arq 
481/161 511/171 K - 

TAT AAA GCT GCT TTT ACA GAA TGT TGC CAA GCT GCT GAT AAA GCT GCC TGC CTG TTG CCA 
tyr lys. ala ala phe thr glu cys cys gin ala ala asp lys ala ala cys leu leu oro 
541/181 571/191 

AAG CTC GAT GAA CTT CGG GAT GAA GGG AAG GCT TCG TCT GCC AAA CAG AGA CTC AAG TGT 
rnf ^^"^ ^^"^ arg- asp glu gly . lys ala ser ser ala lys gin arg leu lys cys 

601/201 631/211 

GCC AGT CTC CAA AAA TTT GGA GAA AGA GCT TTC AAA GCA TGG GCA GTA GCT CGC CTG AGC 
ala ser leu gin lys phe gly glu arg ala phe lys ala trp ala val ala arg leu ser 
661/221 : 691/231 

CAG AGA TTT CCC AAA GCT GAG TTT GCA GAA GTT TCC AAG TTA GTG ACA GAT CTT ACC AAA 
gin arg phe pro lys ala glu phe ala glu val ser lys leu val thr asp leu thr Ivs 
"721/241 751/251 

GTC CAC ACG GAA TGC TGC CAT GGA GAT CTG CTT GAA TGT GCT GAT GAC AGG GCG GAC CTT 
val his thr glu cys cys his gly asp leu leu glu cys ala asp asp arg ala asp leu 
781/261 811/271 

GCC AAG TAT ATC TGT GAA AAT CAA GAT TCG ATC TCC AGT AAA CTG AAG GAA TGC TGT GAA 
ala lys tyr ile cys glu asn gin asp ser. ile ser ser lys leu lys glu cys cys glu 
841/281 871/291 

AAA CCT CTG TTG GAA AAA TCC CAC TGC ATT GCC GAA GTG GAA AAT GAT GAG ATG CCT GCT 
lys pro leu leu glu lys ser his cys ile ala glu val glu asn asp glu met pro ala 
901/301 931/311 

GAC TTG CCT TCA TTA GCT GCT GAT TTT GTT GAA AGT AAG GAT GTT TGC AAA AAC TAT GCT 
asp leu pro ser leu ala ala asp phe val glu ser lys asp val cys lys asn tyr aia 
961/321 991/331 

GAG GCA AAG GAT GTC TTC CTG GGC ATG TTT TTG TAT GAA TAT GCA AGA AGG CAT CCT GAT ' 
glu ala lys asp val phe leu gly met phe leu tyr glu tyr ala arg arg his pro as:; 
1021/341 1051/351 

TAC TCT GTC GTG CTG CTG CTG AGA CTT GCC AAG ACA TAT GAA ACC ACT CTA GAG AAG TGC 
tyr ser val val leu leu leu arg leu ala lys thr tyr glu thr thr leu glu lys cys 
1081/361 1111/371 

TGT GCC GCT GGA GAT CCT CAT GAA TGC TAT GCC AAA GTG TTC GAT GAA TTT AAA CCT CTT 
cys ala ala ala asp pro his glu cys tyr ala lys val phe asp glu phe lys pro leu 
11«/381 1171/391 

GTG GAA GAG CCT CAG AAT TTA ATC AAA CAA AAT TGT GAG CTT TTT GAG CAG CTT GGA GAG 
val glu glu pro gin asn leu ile lys gin asn cys glu leu phe glu gin leu gly qlu 
1201/401 1231/411^ 9 y g . 

TAC AAA TTC CAG AAT GCG CTA TTA GTT CGT TAC ACC AAG AAA GTA CCC CAA GTG TCA ACT 
tyr lys phe gin asn ala leu leu val arg tyr thr -lys lys val pro gin val ser thr 
1261/421 1291/431 



FIGURE 12 CONT'D... 



17/24 



CCA ACT err GTA gag GTC TCA AGA AAC CTA GGA AAA GTG GGC AGC AAA TGT TGT AAA CAT 

Snmi'^" lll^^lir' 'y^ -y^ ^ 

CCT GAA GCA AAA AGA ATG CCC TGT GCA GAA GAC TAT CTA TCC GTG GTC CTG AAC CAG TTA 

nai/iSi"'" ^""^ ^" 

TGT GTG TTG CAT GAG AAA ACG CCA GTA AGT GAC AGA GTC ACA AAA TGC TGC ACA GAA TCC 

mm i''" n?wll/"' 

1471/491 

TTG GTG AAC AGG CGA CCA TGC TTT TCA GCT CTG GAA GTC GAT GAA ACA TAC GTT CCC AAA 

JsoJtJi*^" "^■^''^ ""^^ ''^^ JsM/S^r''^ ^^"^ ^ 

GAG TTT AAT GCT GAA ACA TTC ACC TTC CAT GCA GAT ATA TGC ACA CTT TCT GAG AAG GAG 

""^^ ^^-P^* '^^'^ "^hr leu ser glu lys Su 

1561/521 1591/531 ay y^u 

AGA CAA ^TC AAG AAA CAA ACT GCA CTT GTT GAG CTC GTG AAA CAC AAG CCC AAG GCA ACA 
llli%41 ?65l)l5/'' ^" 

AAA GAG CAA CTG - AAA GCT GTT ATG GAT GAT TTC GCA GCT TTT GTA GAG AAG TGC TGC AAG 

Jeai/ssi^ ''^^ "'^^ ??!i/5r ""^^^^^ <=y=. ■ 

GCT GAC GAT AAG AAG ACC TGC TTT GCC GAG GAG GGT AAA AAA CTT GTT GCT GCA AGT CAA 

'^^'^ ^y^ ^y^ ^al ala ala ser gin 

i/41/581 1771/591 

GCT GCC TTA GGC GCT CCC CCA AAG GCT GTG CTG AAA CTT GAG CCC CCG TGG ATC AAc GTG 
1bSi/601 ala pro pro lys ala val l^^^Jy^^le" 91" Pro pro trp ile asn val 

CTC CAG GAG GAC TCT GTG ACT CTG ACA TGC CAG GGG GCT CGC AGC CCT GAG AGC GAC TCC 

}Rfii/fi9i^ ^^"^ ''^^ •'^^'^ ''^^ ""y^ ^^y "9 ^^'^ ser asp ser 

1861/621 1891/631 

ATT CAG TGG TTC CAC AAT GGG AAT CTC ATT CCC ACC CAC ACg cAG CCC AGC TAC AGG TTC 

ti^/i?,"'^ ^" ^^y •'^^ '"^^ ^^'^ 91" PJ^o ser tyr arg phe 

1921/641 1951/651 • 

AAG GCC AAC AAC AAT GAC AGC GGG GAG TAC ACG TGC CAG ACT GGC CAG ACC AGC CTC AGC 
iQowJ^^^" ser gly glu tyr thr cys gin thr gly gin thr ser leu s4r 

1981/661 2011/671 

GAC CCT GTG CAT CTG ACT GTG CTT TCC GAA TGG CTG GTG CTC CAG ACC CCT CAC CTG GAG 

fn^wfo/^^ ^^"^ ""^^ ^^"^ ^""^ thr pro his leu glu 

2041/681 2071/691 

TTC CAG GAG GGA GAA ACC ATC ATG CTG AGG TGC CAC AGC TGG AAG GAC AAG CCT CTG GTC 

p^ni/im^^" "^'^ ""^^ ^""^ ''y^ "P ^sp lys pro leu vai 

2101/701 2131/711 

AAG GTC ACA TTC TTC CAG AAT GGA AAA TCC CAG AAA TTC TCC CAT TTG GAT CCC ACC T'T'C 

inj^ii"*''^ ^^y ^y^ ^y^ ^^'^ "is leu asp pro thr phe 

2161/721 2191/731 

TCC ATC CCA CAA GCA AAC CAC AGT CAC AGT GGT GAT TAC CAC TGC ACA GGA AAC ATA GGC ' 

^'^^ ^^y *=P "^y^ =ys chr gly asn ile gly 

2221/741 2251/751 

TAC ACG CTG TTC TCA TCC AAG CCT GTG ACC ATC ACT GTC CAA TAG 

tyr thr leu phe ser ser lys pro val thr ile thr val gin AMB 
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FIGUBE 13 
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FIGURE 14 



Coated with anti- FcYRH antibody 
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FIGURE 16 
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FIGURE 17 



Functional soluble Fc^^UI detected binding to hagg using the MoAb 8.2 
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FIGURE 18 
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Human serum containing rhucmatoid factors, but not normal hmnan sera, 
inhibits the binding of HRP conjugated to rsHS A-FctRII to hagg. 



Inhibition of HRP labelled rsHSA-FcgRII by RF4. sera 
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FIGURE 19 



Peptoid A 405 nm 

name (X 1000) 



TC.1 




AD.1 


o 1 / 


DC 1 


OHO 

319 


SC.I . 


319 


AC.1 


320 


RC.l 


323.5 


NC.1 


329. o 


UC.1 


329. b 


LC,1 


3oU.D 


FC.1 




JC.I 


OOD 


HC.I 




QC.1 


345.5 


GC.1 


346.5 


CU.1 


356 


MC.1 


357 


EC.1 


358 


DG.1 


359.5 


IC.1 


363 


CF.I 


353 


CG.1 


364 


CV.1 


364 


VC.1 


364 



24/24 



Peptoid 


A405 nm 


name 


(X 1000) 
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